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A high throughput crystallization strategy using the microbatch-under-oil technique (Chayen, N.E., et al.
JCG, 1992. 122(1-4): p. 176-180) in 1536 well Greiner microassay plates has been employed and refined
since February 2000. As of January 2005, over seven million crystallization experiments have been set up
on more than 4600 samples. The laboratory’s infrastructure was designed to efficiently determine initial
crystallization conditions for biological macromolecules. The goals were to minimize sample volume and
time to set up the experiments while maximizing the diversity and number of crystallization conditions.
When crystallization conditions for a single biological macromolecule are determined from a variety of
chemical solutions, the crystals produced from those solutions often have different physical properties. This
has proven beneficial for quality of X-ray diffraction, ease of cryo-preservation and the ability to soak
small molecules into the biological macromolecule. Results will be presented that focus on the
crystallization cocktails, number of crystallization lead conditions derived for the samples under
investigation, recording schedule and an overall success rate for crystallization of the samples supplied to
the laboratory.
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