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Over the past 18 months, the Southeast Collaboratory for Structural Genomics (SECSG) has developed a
pilot project in “Crystallomics” (crystal-driven, production-oriented protein production) aimed at applying
current SECSG technologies towards meeting the production/cost requirements for the next phase of the
NIH Protein Structure Initiative (PSI-2). The project includes several new salvaging pathways at the gene,
protein purification and crystallization levels

During a recent one-year period, using a limited budget, the Crystallomics project cloned over 700 genes,
purified 160 proteins and produced 23 new structures with an average total cost per structure of about
$83,000. The Crystallomics project and the salvaging pathways used will be discussed.

Work is supported in part with funds from the NIH (GM62407), The Georgia Research Alliance and The University of Georgia
Research Foundation.



